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STRO-006: An Integrin beta-6—Targeting DAR8 ADC Demonstrates Favorable Safety Profile and Potent Antitumor Activity in Preclinical Solid
Tumors
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Introduction of the Target Antigen STRO-006 Shows Selective Binding to avp6 Heterodimer with Preserved TGF@ Signaling STRO-006 Induces Robust Dose-Dependent Antitumor Activity in Preclinical Xenograft Models
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* Potent efficacy: DAR8 exatecan-mediated antitumor activity at clinically o . STRO-006 demonstrates dose-dependent antitumor activity at clinically relevant doses in CDX models of head and neck cancer, bladder cancer and
| td STRO-006 Exhibits Superior PK, Low Clearance and Low Payload Exposure NSCLC with varying levels of ITGB6. STRO-006 (blue) outperforms alTGB6 benchmark ADCs in the evaluated xenograft models; alTGB6 DAR4-MMAE
relevant doses ADC (orange) and alTGB6 DAR8-AMDCPT ADC (green)

ITGB6 is Broadly Expressed Across Multiple Solid Tumors Indications

A SCID Bg. Mouse STRO-006 Elicits Antitumor Activity In PDX Models of NSCLC and HNSCC at Clinically Relevant Dose
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(A-B) Prevalence of ITGB6 expression across multiple solid tumor indications as assessed by IHC on human _ . _ .
tumor tissue microarrays. (C) Representative images of ITGB6 staining (brown) with hematoxylin and STRO-006 is Well-Tolerated in NHP up to 25 mg/kg
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0.0001 - E ] e STRO-006 demonstrates a differentiated PK profile, with extended half-life, stable DAR, and minimal free exatecan
2 ) Potent exatecan payload 0.00001 < exposure—supporting an improved therapeutic index.
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Exatecan bystander effect © TAb -~ ADC - Unconjugated Exatecan Days * STRO-006 delivers robust, dose-dependent antitumor activity across xenograft models (0.5—-10 mg/kg).
payload Exploratory toxicology studies in nonhuman primates (NHP) demonstrate that STRO-006 is well tolerated up to 25 mg/kg, with no body * In HNSCC and NSCLC PDX models, a single dose of STRO-006 at 5 mg/kg achieves deep and durable responses, with an
: e 0 weight loss and only mild skin and Gl findings. No evidence of myelosuppression (e.g., neutropenia or lymphopenia) was observed. NHPs o . . .
3 3) Tumor SPeCIfIC P (n=2) were dosed twice, three weeks apart, and monitored over six weeks. (A) STRO-006 exhibits stable PK with minimal systemic exposure ORR Of.74A across tumors WIFI‘.‘ variable ITGB6 expres_&on. _ _ . _
Ep—————— glucuronidase-cleavable release to unconjugated exatecan. (B) PK parameters show matched clearance between total antibody (TAb) and ADC, with an extended half-life of * Collectively, these data position STRO-006 as a differentiated alTGB6 ADC with strong translational potential; IND
9 ~7.5 days. (C) STRO-006 maintains a stable DAR of 8 over 21 days. submission is planned for 2026.
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